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ATGGCTCCCTTAGGCGAAGTCGGGGGCTTTCTGGGCGGCCTGGAGGGCTTGGGCCAGCAG 
TACCGAGGGAATCGGCTTCAGCCCCCGAiiu^GJrCCCGCCGGACCTCCCGAACCCGGTCGTC 
10 .20 30 40 • 5Q 60 

. . +1- V G S K F L L P . P AGE R - P P L L G E ' R 
• GTGGGTTCGCA.TTTCCTGTTGCCTCCTGCCGGGGAGCGGCCGCCGCTGCTGGGCGAGCGC 

■ . CACCCAAGCGTi^J^AGGACii-ACGGAGGACGGCCCCTCGCCGGCGGCGACGACCCGCTCGCG 

■ 70 . . aO • . . 90 • ■ - 100 110 120 
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■ AGaAGCGCGGCGGAGCGGAGCGCCCGCGGCGGGCCGGGGGCTGCGCAGCTGGCGCACCTG 
TCCTCGCGCCGCGTCGCCTCGCQGGCGCCGCCCGGCCCCCGA.CGCGTCGACCGCGTGGAC 
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13. . +1 . H . G I L . r ' R r: q l Y C R T G F K L Q I L 

Q , ■.. CAGGGCATCCTGCGCCGCCGGCAGCTCTATTGCCGCACCGGCTTCCACCTGCAGATCCTG 

p •■ . GTGC.CGTAGGACGCGGCGGCCGTCGAGATAACGGCGTGGCCGAAGGTGGACGTCTAGGAC 

P . ,190 . 200 210 ■ 220 230 240 
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cccgacggcagcgtgca.gggcacccggcaggaccacagcctcttcggtatcttggaattc 
gggctgccgtcgcacgtcccgtgggccgtcctggtgtcggagaagccatagaaccttaag 

■ 250 260- -270 230 .290 300 
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0 . ATCAGTGTGGCAGTGGGACTGGTCAGTATTAGAGGTGTGGACAGTGGTCTCTATCTtGGA- 

1 •TAGTCACACCGTCACCCTGACCAGTCATAATCTCCACACCTGTCACCAGAGA-TAGAACCT 

13 ^ . • • • -.. 310 320 . 330 340 : ,35-0 360 
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ATGAATGACAJ^AGGAGAACTCTATGGATCAGAGAJ^ACTTACTTCCGAJCTC 
TACTTACTGTTTCCTCTTGAGATACCTA.GTCTCTTTGAATGAAGGCTTACGTAGAAATCC 
. . 370 380 390 ^ 400 410 420 

. . ■ . -t-1 ■ ■ S Q F E E N .W- . Y N T Y S S N ■ I ■ Y K. H G D 

GAGCAGTTTGAAGAGAACTGGTATAACACCTATTCATCTAACATATATAA-ACATGGAGA-C 
. CTGGTCAJU^CTTCTCTTGACCATA.TTGTGGATAAGTA.GATTGTATATA.TTTGTACCTCT 
430 440 .450 460 470- •.-480 

+1 T • G R- R Y F V' A. . L N K ■ D . G T- P R - D G A R' . 
- ACTGGCCGCAGGTATTTTGTGGCACTTAA.CAAAGACGGAACTCCAAGAGATGGCGCCAGG 
TGACCGGCGTCCA.Ts^J^AACACCGTGAATTGTTTCTGCCTTGAGGTTC 

490 500 510 520 S30 .540 

. ' +1 . S K R H Q K F T .H. ,F L ' P -R P . V D P E R V 
. TCCAAGAGGCATCAGAJSuATTTACACATTTCTTACCTAGACCAGTGGA.TCC.^ 
.AGGTTCTCCGTAGTCTTTAJ^JiuTGTGTAJSuAGAJ^TGGATCTGGTCACCTA.GGTCTTTCTCAA^ 
550 560 570 ' 530 .590. - : 600 
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CCAGAATTGTACAAGGACCTACTGATGTACACTTGA (SEQ ED NO: I) 

GGTCTTAJ^.CATGTTCCTGGA.TGACTACATGTGA-ACT (SEQ ID NO: 2) 

. 610 620 ■ 630 640 650 . 660 



Figure 2. FGF-23 

... 1 ATGCGCCGCCGCCTGTGGCTGGGCCTGGCCTGC^TGCTGCTGGCGCGGGCGCCGGAC^^ 60 

1 M R R R L W L G L A W L L L A R A P 0 A 20 

61 GCGGGAACCCCGAGCGCGTCGCGGGGACCGCGCA.GCTACCCGCACCrGGAGGGCGACGTG ..120 

21 A G T P S A S R G P R S V P H L E G D V 40 

121 CGCrGGCGGCGCCTCTTCTCCrcCACTC^C^ 180 

41 R W R R L F S 5 T H F F L R V D P G G R 60 

181 GTGC^GGGC^CCCGCTGGCGCCACGGCCAGGACAGCATCCTGGAGATCCGCTCTC^ 240 

61. V Q G T R W R H G Q D ' S I L £ I R S V H 80 

• "241 GTGGGCGTCGTGGTC^TCA^GC^GTGTCCTCAGGCTTCTACGTGGCC^TG^^^ 300 

• 81 V G V V V I K A V S S G F Y V A M N R R - 100 

g 301 GGCCGCCTCTACGGGTCGCGACrCTAO^CCGTGGACTGCAGGTTCCGGGAGCGCATCGAA 360 

S5 >-101 G R : L Y G : S R L Y T V D C R F R E R I £ 120 

ffl 361 GAGAACGGCCACAACACCTACGCCTCACAGCGCTGGCGCC^^ 420 

. 121 E N G H N T Y A S Q R W - R R R G Q P . M F 140 

t 421 CTGGCGCrGQs,CAGGAGGGGGGGGCCCCGGCCAGGCGGCCGGACGCGGCGGTACCAC^^ 450 
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TCCGCCCACTTCCTGCCCGTCCn-GGTCTCCtGA '513 (SE0IDN0:3) - 
S A H - F L P V L V S * 171 (SEQ ID NO: 4) 
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MAFLAEVGGF LGGLEGLGQQ VGSHFLLPPA GERPPLLGER RSAAERSA.R 
MAPLGEVGNY FGVQDAV . . P FGNVPVLPV . .DSPVLLSDH LGQSEAGGLP 
---MAEVGGV FASLDWDLHG FSSSLGNVPL ADSPGFLNER LGQIEGKLQR 



MAPLADVGTF LGGYDALG . Q VGSHFLLPPA. KDSPLLFKDP LAQSERLS . R 

GGPGAAQLAH LHGILRRRQL YCRTGFHLQI LPDGSVQGTR QDHSLFGILE 
RGPAVTDLDH LKGILRRRQL YCRTGFHLEI FPNGTIQGTR KDHSRFGILE 
GSP . , TDFAH LKGILRRRQL YCRTGFHLEI FPNGTVKGTR HDHSRFGILE 
— .^-.-.^ . _ XGMLA 

SAP . . SDLSH . LQGILRRRQL YCRTGFHLQI LPDGNVQGTR QDHSRFGILE 



FISVAVGLVS 
FISIAVGLVS 
FISLAVGLIS 
SYSVAVAMVT 
FISVAIGLVS 



IRGVDSGLYL 
IRGVDSGLYL 
IRGVDSGLYL 
TRGVASRLYL 
IRGVDTGLYL 



GMMDKGELYG 
GMNEKGELYG 
GWJERGELYG 
DSNHKGDLYA 
GMtTOKGELFG 



SEKLTSECIF 
SEiCLTQECVF 
SKKLTRECVF 
SVRLAQESVF 
SEKLTSECIF 



REQFEENWYN 
REQFEENWYN 
REQFEEN5'rYM 
WGQSEENWSY 
REQFEENWYN 



TYSSNIYKHG DTGRRYFVAL NKDGTPRDGA RSKRHQKFTH FLPRPVDPER 
TYSSNLYKHV DTGRRYYVAL MKDGTPREGT RTKRHQKFTH FLPRPVDPDK 
TYASTLYKHS DSERQYYVAL MKDGSPREGY RTKRHQKFTH FLPRPVDPSK 
THSSNLYKHV DTRRRYYVPL NQGATPSAGT . RSLRRQNYTH VLPRPVDPDK 
TYSSNLYKHG DSGRRYFVAL NKDGTPRDGT PvAKRHQKFTH FLPRPVDPEK 

VPELYK.DLLM YT* (SEQ ID NO: 2) 

VPELYKDILS QS* (SEQ ID NO: 5) 

LPSMSRDLFH .YR* : (SEQ ID -NO: 6) 

VPELYKDILS QS* (SEQ ID NO: 7) 

VPELYKDLMG YS* . (SEQ ID NO: 8) ' 



FIG. 3 
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